Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.004 Å; R factor = 0.043; wR factor = 0.114; data-to-parameter ratio = 11.9.
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Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: It is also a contaminant in baked and fried starchy food as a result of Maillard reactions involving asparagine and reducing sugars that leads to disseminated human exposure. So people may be exposed to acrylamide in industry as well as in daily life via diet and drinking water. Furthermore, it was recently reported a novel method for the determination of acrylamide in particulare-phase outdoor aerosol (Zangrando et al., 2012) .
It is known that acrylamide is a neurotoxin and putative human carcinogen. In the last years a lot of different toxicological investigations have been carried out (Besaratinia and Pfeifer, 2007: Parzefall, 2008; Bowyer et al., 2009; Wang et al., 2010; Mei et al., 2010; Koyama et al., 2011; Lee et al., 2012; Nixon et al., 2012) . Therefore, acrylamide was included (with a limit value of 0.1µg/L) to the numerous substances to be monitored in drinking water In toxicological investigations it could be proven, that reactions between acrylamide and different amino acids take place (Rice, 2005) . These reactions and the corresponding adducts can be used also for the analytical determination of acrylamide in drinking water (Perez & Osterman-Golkar, 2003) . There the amino acid isoleucine served as a nucleophilic trapping agent. Our group examined the derivatization of acrylamide with isoleucine in the course of the drinking water analysis.
The molecular structure of the reaction product from acrylamide and isoleucine and the atom-labeling scheme is shown in Fig. 1 . The absolute configuration has not been determined by anomalous-dispersion effects in diffraction measurements on the crystal, but assigned by reference to an unchanging chiral centre in the synthetic procedure. Each molecule forms six hydrogen bonds to six adjacent molecules leading to a three-dimensional-network structure. In the a-c plane adjacent molecules form strong hydrogen bonds between amino donor groups and oxygen acceptor atoms.Each molecule is further involved in N-H···O bonds parallel the crystallographic b direction. The hydrogen bond network is completed by a further hydrogen bond between a hydroxy donor group and a nitrogen acceptor atom parallel to the a direction. The resulting arrangement together with the hydrogen bonding system (dashed green lines) is shown in Fig. 2 . were dissolved in water (19.8 g) and temperated to 30 °C. The pH was set to 10 with sodium hydroxide (2M) and 0.4562 g (6.4 mol) acrylamide was added. The flask was shaken for two minutes and placed in the water bath for 48 h.
Crystallized solids were filtered out, washed with cold methanol, redissolved in small amounts of hot water and at 4 °C for one week to yield light yellow crystals with a melting point of 282 °C and a purity (DSC) of 99.9%.
Refinement
All H-atoms were positioned geometrically and refined using a riding model with d(C-H) = 0.93 Å, U iso =1.2U eq (C) for aromatic C atoms, 0.98 Å, U iso = 1.2U eq (C) for CH, 0.97 Å, U iso = 1.2U eq (C) for CH 2 , 0.96 Å, U iso = 1.5U eq (C) for CH 3 hydrogen atoms, and d(N-H) = 0.86 Å, U iso =1.2U eq (N). In the absence of significant anomalous dispersion effects
Friedel pairs were merged. The absolute configuration has not been determined by anomalous-dispersion effects in diffraction measurements of the crystal, but assigned as based on an unchanged chiral centre in the synthetic procedure. 
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2-[(2-Carbamoylethyl)amino]-3-methylpentanoic acid
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